Chemical context
The nitrogen-containing heterocyclic motif is a component in many medicinally important drugs. Molecules built around the pyrazolopyridine core structure exhibit diverse medicinal properties that include anti-microbial, anti-viral, anti-fungal, anti-hypertensive, analgesic, anti-cancer, anti-inflammatory, anti-Alzheimer's, anti-diabetic, anti-nociceptive, anti-tuberculosis, and anti-leishmanial activities (Hardy, 1984; Hawas et al. 2019; de Mello et al. 2004; Panchal et al. 2019; . In addition, some pyrazolopyridines have found uses for the treatment of hemorrhagic stress, infertility, and drug addiction (Parmar et al. 1974) . Specifically, they act as inhibitors of enzymes such as glycogen synthase kinase-3 (Witherington et al. 2003) and as inhibitors for adenosine receptors (Timó teo et al. 2008) . Furthermore, they have been identified as promising inhibitors of cycline dependent kinase, xanthine oxidase, interleukin-6 (IL-6), tumor necrosis factor alpha (TNF-), phosphodiesterase-4, NAD(P)H oxidases and cholesterol formation (Gö khan- Kelekçi et al. 2007; Panchal et al. 2019; Fathy et al. 2015) . Considering the aforementioned importance of derivatives of pyrazolopyridine, we have carried out a single-crystal X-ray diffraction study on the title compound and have analyzed the structure in terms of geometrical parameters, conformation, and intermolecular hydrogen-bonding interactions. 
Structural commentary
The title compound has pyrazole [3,4-b] pyridine motif that is decorated by several substituents shown in Fig. 1 . The chlorophenyl (C 6 H 4 Cl) group attached to the pyrazolopyridine moiety exhibits an (À)anticlinal conformation [N3-C7-C6-C3 = À141. 96 (19) ], as does the methylthio (SCH 3 ) group attached to the pyrazolopyridine unit [C11-S1-C12-C13 = À128. 93 (15) ] while the -COOC 2 H 5 group attached to the pyrazolopyridine moiety has an (+)anti-periplanar conformation [N1-C14-C13-C16 = 177.00 (15) , as do the methyl group attached to the pyridine sub-structure [C9-N1-C14-C15 = À176. 20 (16) ] and the methyl group attached to the pyrazole ring (NCH 3 ) [C10-N2-C9-C8: À178. 42 (19) ]. The fused pyrazole and pyridine rings are not exactly planar, subtending a dihedral angle of 3.81 (9) . The dihedral angle between the planes of the benzene and pyrazole rings is 35.08 (10) and that between the benzene and pyridine rings is 36.26 (9) .
Supramolecular features
In the crystal, weak C-HÁ Á ÁO hydrogen bonds link molecules into chains along [100] (Table 1 and Fig. 2 ).
Database survey
A search for the pyrazolopyridine scaffold in the Cambridge Structural Database (CSD, Version 5.40; Groom et al., 2016) gave 236 hits. Of these, the structures most closely related to the title compound are FIZLEI (ethyl 2,7-diamino-3,4-dicyano-5-phenylpyrazolo[1,5-a]pyridine-6-carboxylate; Naik et al. 2019) , ALAFID (Wu et al. 2016) , DAWKAQ {[2-(4-chlorophenyl)pyrazolo[1,5-a]pyridin-3-yl(phenyl)methanone; Ravi et al. 2017}, NADPIU [3-(4-chlorophenyl) The molecular structure of the title compound with the atom-numbering scheme and displacement ellipsoids drawn at the 50% probability level
Figure 2
The crystal packing of title compound, viewed along the c axis, showing the weak intermolecular C-HÁ Á ÁO hydrogen bonds as dotted lines Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) x À 1; y; z.
Synthesis and crystallization:
To a solution of 3-(4-chlorophenyl)-1-methyl-1H-pyrazol-5-amine (125 mg, 0.65 mmol) and ethyl 2-(bis(methylthio)-methylene)-3-oxobutanoate (145 mg, 0.65 mmol) in toluene (5 ml) under a blanket of dry N 2 , a catalytic amount of trifluoroacetic acid (TFA; 30 mol%) was added. The resulting mixture was refluxed for 12 h, while monitoring progress by TLC (hexane:ethyl acetate, 99:1). After completion of the reaction, the resulting mixture was subjected to purification by column chromatography to furnish 182 mg of the title compound in 75% yield as a colourless solid, m.p. 415.85 K, R f = 0.3 (hexane:ethyl acetate 99:01). A sample suitable for single-crystal X-ray analysis was obtained by recrystallization from dry methanol.
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . Hydrogen atoms were placed in calculated positions, with C-H = 0.93-0.97 Å and refined using a riding model with U iso (H) = 1.2 U eq (C) or 1.5 U eq (Cmethyl). (Farrugia, 2012) , PLATON (Spek, 2020) and Mercury (Macrae et al., 2020) ; software used to prepare material for publication: ORTEP-3 for Windows (Farrugia, 2012) , PLATON (Spek, 2020) and Mercury (Macrae et al., 2020) .
Ethyl 3-(4-chlorophenyl)-1,6-dimethyl-4-methylsulfanyl-1H-pyrazolo[3,4-b]pyridine-5-carboxylate
Crystal data Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

